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RNA-seq of reactivated virome
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Clinical outcomes of viral reactivation
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Association of viral transcripts with comorbidities,
medications and clinical complications
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Antibody response, proteomics, and circulating cellular
immunophenotyping validates chronic viral reactivation in

coviD-149

Hospital admission Visit 2 (~day 4)

8.5 x 0.00088
r 1

—

B cell (CD11c"CXCRS) -

Basophil

EBV IgG relative an

CD4" NK T cell
CD4" T cell (activated)
CD4* T cell (EM CD27
CD4" T cell (EMRA CD57'")
CD4* T__(CD39") -

=

EBV IgA relative antibody titre

CD8" T cell (activated)

‘ e
‘ 5 % B cell (plasmablast) -
‘ L— | o—

e S E— =SS AL
-G\/ i ) ¥ ) Monocytes (CD14*CD16%)
&
EBV transcript status Neutrophil (CD16

NK cell (CD56”"CD16"CD57") -

P =0.0018 P =0.016
—

100 .

75 g
50J
sz.
o0-

T T T
CMV- CMV+ HSV1- HSV1+
CMV transcript status HSV1 transcript status

Adjusted P
0 107
O 107
O 10
O 108 Negatively Positively

associated associated

‘ Signed adjusted P
O 10°® with virus with virus
1

at hospital ad
plasma

Participants CMV seropositive

Participants
HSV1 proteins




Effects of chronic viral reactivation on cytokine and
chemokine dynamics over time
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Plasma metabolites in viral reactivation
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Viral reactivation in long COVID
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