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Extended Data Fig. 10 | Transcriptome-wide association study (TWAS) for 
maternal meiotic aneuploidy. (A) Transcriptome-wide association tests of 
maternal meiotic aneuploidy (two-sided binomial GLMM) and predicted 
maternal gene expression, combining across tissues (see Supplementary 

Methods). The dotted line indicates the threshold for transcriptome-wide 
significance (p = 3 × 10−6). (B) Per-tissue Z-scores indicating the direction of 
association between predicted expression and maternal meiotic aneuploidy.










